CDPK2 (Genbank accession D21806) 



Amino Acid Sequence (SEQ ID N 

METKPNPRRP SNTVLPYQTP RLRDHYLLGK 

KLVCREDYED VWREIQIMHH LSEHPNWRI 

HFSEREAVKL IKTILGWEA CHSLGVMHRD 

GQYLYDWGS PYYVAPEVLK KCYGPEIDVW 

GKLDFKSDPW PTISEAAKDL IYKMLERSPK 

SRLKQFSQMN KIKKMALRVI AERLSEEEIG 

SELMESEIKS LMDAADIDNS GTIDYGEFLA 

IDELQSACTE FGLCDTPLDD MIKEIDLDND 

NIADAFGVDG EKSDD 



: 1) 

KLGQGQFGTT YLCTEKSTSA NYACKSIPKR 

KGTYEDSVFV HIVMEVCEGG ELFDRIVSKG 

LKPENFLFDS PKDDAKLKAT DFGLSVFYKP 

SAGVILYILL SGVPPFWAET ESGIFRQILQ 

KRISAHEALC HPWIVDEQAA PDKPLDPAVL 

GLKELFKMID TDNSGTITFE ELKAGLKRVG 

ATLHMNKMER EEILVAAFSD FDKDGSGYIT 

GKIDFSEFTA MMRKGDGVGR SRTMMKNLNF 



Nucleotide Sequence (SEQ ID NO: 2) 

1 gatccgggta catattcttc ttcttcttca aatcgagatc gaagaagaac caacaaaaaa 61 
ccaaaaat^g agacgaagcc aaaccctaga cgtccttcaa acacagttct accatatcaa 121 
acaccacgat taagagatca ttaccttctg ggaaaaaagc taggccaagg ccaatttgga 181 
acaacctatc tctgcacaga gaaatcaacc tccgctaatt acgcctgcaa atcgatcccg 241 
aagcgaaagc tcgtgtgtcg cgaggattac gaagatgtat ggcgtgagat tcagatcatg 3 01 
catcatctct ctgagcatcc aaatgttgtt aggatcaaag ggacttatga agattcggtg 361 
tttgttcata ttgttatgga ggtttgtgaa ggtggtgagc tttttgatcg gattgtttct 421 
aaaggtcatt ttagtgagcg tgaagctgtc aagcttatta agacgattct tggtgttgtt 481 
gaggcttgtc attctcttgg tgttatgcat agagatctca aacctgagaa tttcttgttt 541 
gatagtccta aagatgatgc taagcttaag gctaccgatt ttggtttgtc tgtcttctat 601 
aagccaggac aatatttata tgacgtagtt ggaagtccgt actatgttgc accagaggtg 661 
ctaaagaaat gttatggacc tgaaatagat gtgtggagtg ctggtgttat cctctacatt 721 
ttactcagcg gtgttcctcc cttctgggca gagactgagt ctggaatctt tagacagata 7 81 
ttgcaaggga agttagattt caaatctgac ccgtggccta ctatctcaga agctgctaaa 841 
gatttgatct ataaaatgct cgaaaggagc cccaagaaac gcatttctgc tcatgaagcc 901 
ttgtgtcacc catggattgt cgatgaacaa gcagcaccag acaagcctct tgatccagca 961 
gtcttatctc gtctaaagca gttttctcaa atgaataaga ttaagaaaat ggcattacgg 1021 
gtaattgctg agagactttc agaggaagaa attggaggtc tgaaggaatt gttcaagatg 1081 
atagacacag acaacagcgg aacgattact tttgaagagc tcaaagcggg tttgaagaga 1141 
gtcggatctg aactgatgga atcagaaatc aagtctctca tggatgcggc tgatatcgac 12 01 
aacagtggta caatagacta cggagaattc ctagcagcaa ccttacacat gaacaagatg 12 61 
gagagagagg agattctggt ggctgcattt tcggactttg acaaagacgg aagcggttat 1321 
atcaccatcg atgagcttca gtcagcttgc acagagtttg gtctatgtga tacacctctg 1381 
gacgacatga tcaaggagat tgatcttgac aatgacggga agatcgattt ctcggagttt 1441 
acagcaatga tgaggaaagg agatggagtt gggagaagca gaaccatgat gaagaacttg 1501 
aacttcaaca ttgctgatgc ttttggagtt gatggtgaaa aatctgatga ctgactcatc 1561 
attcttccac aatttctgtt ttttttctct ttaatttcgt ttatattttg aattctaatt 1621 
tctaaggata caaaaatata ttctggcttg ttttttgctt tcctttttat ttttgtacat 1681 
gagcaacttt ctaaattttt atcctcatat ggataatttt tgcttcatat aaaagttttt 1741 
gaattcc 
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CDPK4 (Genbank accession number U31752) 



Amino Acid Sequence (SEQ ID NO: 3) 



MEKPNPRRPS NSVLPYETPR 



LVCREDYEDV 
FSEREAAKLI 
QYLYDWGSP 
KIDFKSDPWP 
RLKQFSQMNK 
ELMESEIKSL 
DELQQACTEF 
IAEAFGVEDT 



WREIQIMHHL 
KTILGWEAC 
YYVAPEVLKK 
TISEGAKDLI 
IKKMALRVIA 
MDAADIDNSG 
GLCDTPLDDM 
SSTAKSDDSP 



LRDHYLLGKK 

SEHPNWRIK 
HSLGVMHRDL 
CYGPEIDVWS 
YKMLDRSPKK 
ERLSEEEIGG 
TIDYGEFLAA 
IKEIDLDNDG 
K 



LGQGQFGTTY 

GTYEDSVFVH 
KPENFLFDSP 
AGVILYILLS 
RISAHEALCH 
LKELFKMIDT 
TLHINKMERE 
KIDFSEFTAM 



LCTEKSSSAN 

IVMEVCEGGE 
SDDAKLKATD 
GVPPFWAETE 
PWIVDEHAAP 
DNSGTITFEE 
ENLWAFSYF 
MKKGDGVGRS 



YACKSIPKRK 

LFDRIVSKGC 
FGLSVFYKPG 
SGIFRQILQG 
DKPLDPAVLS 
LKAGLKRVGS 
DKDGSGYITI 
RTMRNNLNFN 



Nucleotide Sequence (SEQ ID NO: 4) 



atg gagaaac 
ttaagagatc 
ctctgtacag 
cttgtatgtc 
tctgagcatc 
attgttatgg 
tttagtgaac 
cattctcttg 
agtgatgatg 
cagtatctgt 
tgttatggac 
ggggttcctc 
aagatagatt 
tacaaaatgc 
ccttggattg 
cgacttaagc 
gagagactct 
gacaacagtg 
gaattgatgg 
acaatagact 
gagaacttgg 
gacgagcttc 
atcaaagaga 
atgaagaaag 
atagctgaag 
aagtaattat 
tgaatctttc 
ttataagcat 



caaaccctag 
actatctcct 
agaaatcatc 
gtgaagacta 
ctaatgttgt 
aagtttgtga 
gtgaagctgc 
gtgttatgca 
ctaagcttaa 
atgatgtagt 
cagagataga 
ctttttgggc 
ttaaatctga 
tcgataggag 
ttgatgaaca 
agttctcgca 
cggaggaaga 
gaacaatcac 
aatcagaaat 
acggtgaatt 
tggttgcgtt 
aacaagcctg 
ttgatcttga 
gagatggtgt 
cttttggagt 
aatcatctat 
ctttttgttt 
ggataatttt 



aagaccctca 
cggcaaaaag 
atcagctaat 
cgaagatgta 
tagaatcaag 
aggtggtgag 
taagttgatt 
tagagatctt 
agctacagac 
tggaagtccg 
cgtgtggagc 
agaaaccgag 
tccgtggcct 
ccccaagaaa 
tgctgcacca 
aatgaataaa 
gattggtggt 
ctttgaagag 
caagtctctt 
cctagcagcg 
ttcatacttt 
cacagagttt 
taatgacggg 
tgggaggagc 
tgaggacaca 
atacttggaa 
tcgtttccac 
gcttcatatt 



aacagtgttc 
ctaggccaag 
tacgcttgca 
tggcgtgaga 
ggtacttatg 
ctttttgatc 
aagactattc 
aagcctgaga 
tttggtttgt 
tattatgttg 
gccggtgtta 
tcaggaatct 
actatctcag 
cgtatttctg 
gacaagcctc 
atcaagaaaa 
ctgaaggaat 
cttaaagcag 
atggatgcgg 
acattacata 
gataaagatg 
ggtctctgtg 
aagattgatt 
agaactatga 
agcagcactg 
ttgagaaatg 
ttttgtagat 
ttctgcg 



ttccatacga 
gccaatttgg 
aatcaatccc 
ttcagatcat 
aagactctgt 
ggattgtttc 
ttggtgttgt 
atttcttgtt 
ctgtcttcta 
cacctgaggt 
tcttgtacat 
ttaggcagat 
aaggtgctaa 
cacatgaagc 
tcgacccagc 
tggccttacg 
tgttcaaaat 
gtctaaagag 
cggatataga 
taaacaagat 
gtagcggtta 
acactcctct 
tctcagagtt 
ggaacaactt 
ctaaatctga 
agaactcaca 
gagcaacttt 



aacaccaaga 
aacaacctat 
aaaacgtaag 
gcatcatctc 
ttttgttcac 
taaagggtgt 
tgaggcttgt 
tgatagtccc 
caagccaggg 
tctgaagaaa 
cttactaagt 
attgcaaggg 
agatttgatt 
attgtgtcac 
agtcttgtcg 
agtaatcgcg 
gatagataca 
agttggatct 
caacagtggg 
ggagagagaa 
tatcaccatt 
tgatgacatg 
tactgctatg 
gaacttcaat 
tgattcacca 
aaagaaaaac 
ctcaattttg 
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